Strain ARS-38 is a potential plant growth-promoting rhizobacterium that exhibits antifungal properties. Here, we report a 6.6-Mb draft genome, which gives insight into the complete secondary metabolite production capacity and reveals genes putatively responsible for its antifungal activity, as well as genes which contribute to plant growth promotion.
, an arylpolyene (18) , mangotoxin (19) , N-acetylglutaminylglutamine amide (NAGGN) (20) , and a resorcinol. The remaining clusters were predicted to encode 2 bacteriocins, 1 butyrolactone, 1 betalactone, and 2 nonribosomal peptide synthetase (NRPS)-based compounds.
Data availability. This whole-genome sequencing (WGS) project and the 16S rRNA gene sequence have been deposited at DDBJ/ENA/GenBank under the accession numbers CP045221 and KJ094432, respectively. The raw sequencing data are available from the Sequence Read Archive (SRA) under the accession number SRR10340775.
ACKNOWLEDGMENT
S. Mehnaz is grateful for a Georg Forster Fellowship awarded by the Alexander von Humboldt (AvH) foundation (Bonn, Germany).
